Genetical 
Kesearch 


EDITORIAL BOARD 
HIROSHI AKASHI NICK H. BARTON WILLIAM D. BEAVIS PIERRE CAPY 


BRIAN CHARLESWORTH RICHARD FRANKHAM MICHEL GEORGES ) 
GREG GIBSON JODY HEY [AN J. JACKSON MARY F. LYON : 
THOMAS MITCHELL-OLDS H. ALLEN ORR LINDA PARTRIDGE | 
PATRICK PHILLIPS FRANCESCO SALAMINI J. BRUCE WALSH : 


BRUCE S. WEIR 


EXECUTIVE EDITORS i 

2 


j WILLIAM G. HILL 
3 DAVID J. FINNEGAN TRUDY F.C. MACKAY 


BOOK REVIEW EDITOR 
JEFF BOND 


FOUNDING EDITOR 
ERIC C. REEVE | 


Volume 75 2000 


CAMBRIDGE 


UNIVERSITY PRESS 


q 
4 
3 
| 
3 
4 
q 
3 
F 
{ 
4 
j 
q 
4 
F 
{ 
1 
4 
q 
fi 
q 


Published by 


The Press Syndicate of the University of Cambridge 

The Edinburgh Building, Cambridge CB2 2RU, United Kingdom 
40 West 20th Street, New York, NY 10011-4211, USA 

10 Stamford Road, Oakleigh, Melbourne 3166, Australia 

Ruiz de Alarcon 13, 28014 Madrid, Spain 


© Cambridge University Press, 2000 


Printed in Great Britain at the University Press, Cambridge 


wanes 


—> 


| 
| 
Ke 


Contents 


No. 1 (February 2000) 


| 

BERG, I., CEDEBERG, H. and RANNUG, U. Tetrad analysis shows that gene conversion 1s 

: the major mechanism involved in mutation at the human minisatellite MS1 integrated 

| in Saccharomyces cerevisiae 
| BONNIVARD, E., BAZIN, C., DENIS, B. and HIGUET, D. A scenario for the hobo 

| transposable element invasion, deduced from the structure of natural populations of 

| Drosophila melanogaster using tandem TPE repeats 13 
' NOOR, M. A. F., SCHUG, M. D. and AQUADRO, C. F. Microsatellite variation in populations 

of Drosophila pseudoobscura and Drosophila persimilis 25 
| HOIKKALA, A., PAALLYSAHO, S., ASPI, J. and LUMME J. Localization of genes affecting 

species differences in male courtship song between Drosophila virilis and D. littoralis 37 
| GARCIA-DORADO, A., FERNANDEZ. J. and LOPEZ-FANJUL, C. Temporal uniformity of 

| the spontaneous mutational variance of quantitative traits in Drosophila melanogaster 47 
SZYDA, J., SIMIANER, H. and LIEN, S. Sex ratio distortion in bovine sperm correlates to 
recombination in the pseudoautosomal region 

WIEHE, T., MOUNTAIN, J... PARHAM, P. and SLATKIN, M. Distinguishing recombination 


| 
| 
| 
| 


and intragenic gene conversion by linkage disequilibrium patterns 61 
BATAILLON, T. and KIRKPATRICK, M. Inbreeding depression due to mildly deleterious 
| mutations in finite populations: size does matter 75 
¢ REEVE, J. P. Predicting long-term response to selection $3 
DEWOODY, A.J., DEWOODY, Y. D., FIUMERA, A. C. and AVISE, J.C. On the number of 
reproductives contributing to a half-sib progeny array 95 
HASTINGS, I. M. Models of human genetic disease: how biased are the standard formulae? 107 
: BINK, M. C. A. M., TE PAS, M. F. W., HARDERS, F. L. and JANSS, L. L. G. 
A transmission/disequilibrium test approach to screen for quantitative trait loci in two 
selected lines of Large White pigs 115 
BOOK REVIEWS 
pee Mechanisms of Transcription (63rd Cold Spring Harbor Symposium Volume). 

R. HAYWARD 123 
ae The Genetics of Cattle. Edited by R. Fries and A. Rubinsky. W. G. HILL 124 
oer Microsatellites: Evolution and Applications. Edited by D. B. Goldstein and 
C. Schlotterer. J. BOND 125 
phe BOOKS RECEIVED 127 
: No. 2 (April 2000) 

; a LI, J. and HEINZ, K. M. Genome complexity and organization in the red imported fire ant 

Solenopsis invicta Buren 129 

Piel BENEVOLENSKAYA, E. V., FROLOV, M. V. and BIRCHLER, J. A. Kriippel homolog (Kr h) is a 

e dosage-dependent modifier of gene expression in Drosophila 137 

D4 CIVETTA, A. and CLARK, A. G. Chromosomal effects on male and female components of 

& sperm precedence in Drosophila 143 

pos SERVICE, P. M. The genetic structure of female life history in D. melanogaster: comparisons 

among populations | | 153 

Pa STEFANINI, F. M. and FELDMAN, M. W. Bayesian estimation of range for microsatellite loci 167 

5 4 BARTON, N. H. and SHPAK, M. The effect of epistasis on the structure of hybrid zones 179 


~ 


Contents 


PARKS, K.R., EISEN, E.J., PARKER, I. J., HESTER, L. G. and MURRAY, J. D. Correlated 
responses to selection for large body size in oMtla-oGH transgenic mice: reproductive 
traits 
CAMERON, N.D., PENMAN, J.C. and MCCULLOUGH, E. Serum leptin concentration in 
pigs selected for high or low daily food intake 
WU, R. L. Quantitative genetic variation of leaf size and shape in a mixed diploid and 
triploid population of Populus 
ANDERSSON-EKLUND, L., UHLHORN, H., LUNDEHEIM, N., DALIN, G. and ANDERSSON, 
L. Mapping quantitative trait loci for principal components of bone measurements and 
osteochondrosis score in a wild boar x Large White intercross 
BINK, M. C. A. M., JANSS, L. L. G. and QUAAS, R. L. Markov chain Monte Carlo for 
mapping a quantitative trait locus in outbred populations 
REBAI, A. and GOFFINET, B. More about quantitative trait locus mapping with diallel 
designs 
SHORT PAPER 
WHITTAKER, J. C., THOMPSON, R. and DENHAM, M. C. Marker-assisted selection using 
ridge regression 
BOOK REVIEWS 
Transcription Factors and Human Disease. G. L. Semenza. 1. HANSON 
Prokaryotic Gene Expression. Edited by S. Baumberg. J. R. S. FINCHAM 
BOOKS RECEIVED 


No. 3 (June 2000) 


WARMAN, G.R., NEWCOMB, R. D., LEWIS, R. D. and EVANS, C. W. Analysis of the circadian 


clock gene period in the sheep blow fly Lucilia cuprina 


WATSON, D., JACOMBS, A. S., LOEBEL, D. A., ROBINSON, E. S. and JOHNSTON, P. G. Single 


Nucleotide Primer Extension (SNuPE) analysis of the G6PD gene in somatic cells and 
oocytes of a kangaroo (Macropus robustus) 

MASIDE, X., ASSIMACOPOULOS, S. and CHARLESWORTH, B. Rates of movement of 
transposable elements on the second chromosome of Drosophila melanogaster 

ANDERSON, T.J.C., PAUL, R. E. L., DONNELLY, C. A. and DAY, K. P. Do malaria 
parasites mate non-randomly in the mosquito midgut? 

BARTON, N.H. and PARTRIDGE, L. Measuring fitness by means of balancer chromosomes 

ILAHI, H., MANFREDI, E., CHASTIN, P., MONOD, F., ELSEN, J. M. and LE ROY, P. 
Genetic variability in milking speed of dairy goats 

PLETCHER, S. D. and CURTSINGER, J. W. The influence of environmentally induced 
heterogeneity on age-specific genetic variance for mortality rates 

CABALLERO, A. AND TORO, M.A. Interrelations between effective population size and 
other pedigree tools for the management of conserved populations 

LIU, Y. and ZENG, Z.-B. A general mixture model approach for mapping quantitative trait 
loci from diverse cross designs involving multiple inbred lines 

HOSPITAL, F., GOLDRINGER, I. and OPENSHAW, S. Efficient marker-based recurrent 
selection for multiple quantitative trait loci 

BOOK REVIEWS 
The Genetical Theory of Natural Selection. A Complete Variorum Edition. R. A. 
Fisher. B. CHARLESWORTH 
Bioinformatics Methods and Protocols. S. Misener and S. A. Krawetz. A. COULSON 
Population Genetics of Multiple Loci. F. B. Christiansen. N. BARTON 

BOOKS RECEIVED 


INDEX 


199 


209 


| 
| 
| 
20) 
315 
321 
: 
m 
4 
357 
3 JID 
3 7 : 
5 ( 
| 
37 
3 
1 
3 4 
¢ 
ree 
= | 


